Supplementary table 1: Gene profile change due to palmitate supplementation

	ACC Number
	Gene Name
	Control->Palmitate

	AA457700
	(gC) stearoyl-CoA desaturase (delta-9-desaturase) (SCD)
	↓

	R23735
	(gM) nuclear factor related to kappa B binding protein
	↓

	AA464580
	(gC) acetyl-Coenzyme A carboxylase alpha
	↑

	H11054
	(gC) protein kinase C, delta
	↓

	AA010079
	(gC) protein kinase, interferon-inducible double stranded RNA dependent (PRKR)
	↑

	AA454588
	(gC) BCL2-like 2 (BCL2L2)
	↓

	H95038
	(gI) uncoupling protein 4
	↓

	N34876
	(gC) TRAF-binding protein domain
	↑

	H92556
	(gC) eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa (EIF2B2)
	↓

	H75862
	(gC) apoptotic chromatin condensation inducer in the nucleus (ACINUS)
	↓

	R53787
	(gC) protein phosphatase 2, regulatory subunit B (B56), epsilon isoform (PPP2R5E)
	↑


Supplementary Table 2 : Toxicity of the treatments as indicated by % LDH release
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	HepG2 
	0.61 ± 0.05
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	0.71 ±  0.13
	0.99 ±  0.17

	BSA
	0.77±  0.04
	1.04 ±  0.44
	1.15 ±  0.16

	Palmitate (0.7mM)
	4.13 ±  0.37
	5.98 ±  0.27
	6.14 ±  0.03

	Oleate (0.7mM)
	0.74 ±  0.13
	0.94 ±  0.15
	1.13 ±  0.16

	Linoleate (0.7mM)
	0.81 ±  0.03
	1.49 ±  0.06
	1.18 ±  0.04


Relative toxicity of the treatments. Confluent HepG2 cells were treated for 24 hours with different treatments. Cytotoxicity of the treatments was measured as %LDH release. The concentrations of free fatty acids were kept at 0.7 mM, and that of BSA at 4% (w/vol). Data shown as relative LDH release +/- s.d from three independent measurements.
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